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The outcrossing rate in the chestnut blight fungus Cry-
phonectria parasitica was estimated in a natural popula-
tion using three different types of genetic markers. We
observed segregation for DNA fingerprinting restriction
fragments, six unlinked RFLP loci and vegetative com-
patibility. This fungus was shown to have a mixed mating
system with both self-fertilization and outcrossing in the
same population. The proportion of perithecia with dis-
cernible outcrossing ranged from 0.73 (16/22) for the
proportion that showed segregation for one or more DNA
fingerprinting fragments, to 0.50 (11/22) for the propor-
tion with progeny in vegetative compatibility groups that
differed from the maternal strain. The proportion of peri-
thecia that were discernibly outcrossed with single locus
RFLP markers was 0.68 (15122). The multilocus estimate
of outcrossing based on six RFLP loci was 0.74. We found
no evidence for multiple male parents in ascospore fami-
lies from single perithecia.
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